
























































































































































































































































































































































































































































































ID Biolog Biochemical 
364 
367 
392 
399 
622 
626 
690 
694 
698 
699 
34 

202 
209 
211 
213 
215 
301 
10 

437 
543 
100 
104 
108 
113 
114 
159 
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107 
120 
349 
42 
62 
118 
517 
600 
602 
603 
605 
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616 
617 

no id 
no id 
no id 
no id 
no id 
no id 
no id 
no id 
no id 
no id 

faecium / mundtii 
faecalis 
faecalis 
faecalis 
faecalis 
faecalis 
faecalis 

hirae 
faecalis 
faecalis 

casseliflavus 
casseliflavus 
casseliflavus 
casseliflavus 
casseliflavus 
casseliflavus 
casseliflavus 
flavescens 
gallinarum 

hirae 
mundtii 

' I 
„ * 1 

• • • • • 
• B i l l 

hirae 
hirae 
hirae 
hirae 
hirae 
hirae 
hirae 
hirae 
hirae 
hirae 

hirae / dispar 
Lactococcus 
Lactococcus 
Lactococcus 
Lactococcus 
Lactococcus 
Lactococcus 
Lactococcus 
maladoratus 
maladoratus 

mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 

mundtii 

• • • • • • 
'•t 
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ID Biolog Biochemical 
628 
629 
633 
653 
659 
660 
38 
119 
155 
161 
411 
510 
601 
39 
157 

399C 
412 
515 
619 
173 
401 
610 
632 
637 
652 
684 
693 
609 
402 
478 
516 
706 
721 
441 
442 
471 
472 
491 
308 
525 
232 
604 
7 
33 
36 
11 
45 

mundtii 
mundtii 
mmdtil 
mundtii 
mundtii 
mundtii 

mm 

gallinarum / mundtii 
mundtii / hirae 

gallinarum / mundtii 
mundtii / hirae 

gallinarum / casseliflavus 
gallinarum/ mundtii 
gallinarum / mundtii 

no id 
no id 
no id 
no id 
no id 

mundtii 

hirae 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 

hirae / mundtii 

no id mm 
I • • • M i 

mundtii 
mundtii 
mundtii 
mundtii 
mundtu 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 
mundtii 

mundtii / casseliflavus 

w a d 
no id 
no id 
no id 
no id 
no id 
no id 
no id 
no id 
net id 

• I 
iiiillii 
B i l l 1111 

.in faecalis 
faecalis 
faecalis 
faecalis 
faecalis 

gallinarum/faecalis 
no id 

gallinarum 
gallinarum / mundtii 

mundtii 
mundtii 
mundtii 

mundtii / hirae 
mundtii / hirae 

pseudoavium 
pseudoavium 
pseudoavium 
pseudoavium 
pseudoavium 

raffinosus 
raffinosus 

saccharolyticus 
sulfureus 

Vagococcus 
Vagococcus 
Vagococcus 
Vagococcus 
Vagococcus 
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Appendix 8.4. Biolog-generated metabolic profiles of Enterococcus faecalis strains 

isolated from human (400's), porcine (300's), chicken (700's) and goose faeces (500's). 

Carbon sources that generated common positive and negative metabolic reactions 

between all Biolog-speciated isolates have been removed from the profiles. E. faecalis-

specific and E. faecalis host-specifc carbon sources have also been removed from the 

profiles. Wells are indicated by position on the GP2 MicroPlate™. Test results (%P) are 

displayed. "%P" indicates the percentage of replicates that were able to metabolize a 

carbon source. A "positive carbon source" indicates that > 75% of the replicates for a 

given isolate demonstrated ability to metabolize the carbon source after 24h of incubation 

at 35°C. Wells that are positive are shaded light grey. A "negative carbon source" 

indicates that < 25% of the replicates for a given isolate demonstrated ability to 

metabolize the carbon source after 24h of incubation at 35°C. Negative wells are shaded 

dark grey. An "inconsistent carbon source" indicates that the number of replicates for a 

given isolate able to metabolize the carbon source fell between 25% and 75% after 24h of 

incubation at 35°C. Inconsistent wells are bolded and not shaded. Biolog-generated 

identifications (1 s t species) and conventional biochemical test scheme identifications (2 n d 

species) are displayed above the numerical identity of an isolate. 
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faecalis faecalis faecalis faecalis faecalis 
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422 432 436 437 441 
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D t££55 
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C 2 
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H 4 

50 f •> 

100 v;: 5 
75 D . ' l 
50 D 10 
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50 E 1 
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n ^ ' -svv, i ioo 
lOOtD 75 
50 
lOOlD>-*.'12.: 
ioo.! 

100 
100 
100 

F 9 50 
H ; 2 100 
H H I 100 
H 7 50 

218 



faecalis faecalis 
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faecalis faecalis faecalis faecalis 

faecalis faecalis faecalis faecalis 

333 334 335 336 
Woll <"rP Well %P Well %P Well %P 

A 2 100 A 2 100 A 2 100 A 2 100 
A 3 83 A 3 50 3 50 

H 10 50 
H 11 100 11 100 100 H 11 100 

faecalis faecalis faecalis faecalis 

faecalis faecalis faecalis faecalis 
543 537 701 711 

Well % p Well % p Well %P Well %P 

A 2- 75 fi 12 100 B 12 100 
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Appendix 8.5. Biolog-generated metabolic profiles of Enterococcus faecium. 

Strains were isolated from sewage (200's), bovine (10's), human (400's), porcine (300's), 

and goose (500's) faeces. Carbon sources that generated common positive and negative 

metabolic reactions between all Biolog-speciated isolates have been removed from the 

profiles. E. /aec/wm-specific and E. faecium host-specifc carbon sources have also been 

removed from the profiles. Wells are indicated by position on the GP2 MicroPlate™. 

Test results (%P) are displayed. "%P" indicates the percentage of replicates that were 

able to metabolize a carbon source. A "positive carbon source" indicates that > 75% of 

the replicates for a given isolate demonstrated ability to metabolize the carbon source 

after 24h of incubation at 35°C. Wells that are positive are shaded light grey. A 

"negative carbon source" indicates that < 25% of the replicates for a given isolate 

demonstrated ability to metabolize the carbon source after 24h of incubation at 35°C. 

Negative wells are shaded dark grey. An "inconsistent carbon source" indicates that the 

number of replicates for a given isolate able to metabolize the carbon source fell between 

25% and 75% after 24h of incubation at 35°C. Inconsistent wells are bolded and not 

shaded. Biolog-generated identifications ( 1 s t species) and conventional biochemical test 

scheme identifications ( 2 n d species) are displayed above the numerical identity of an 

isolate. 
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Appendix 8.6. Biolog-generated metabolic profiles of Enterococcus gallinarum. 

Strains were isolated from sewage (200's), bovine (10's) and porcine (300's) faeces. 

Carbon sources that generated common positive and negative metabolic reactions 

between all Biolog-speciated isolates have been removed from the profiles. E. 

gallinarum-specific and E. gallinarum host-specifc carbon sources have also been 

removed from the profiles. Wells are indicated by position on the GP2 MicroPlate™. 

Test results (%P) are displayed. "%P" indicates the percentage of replicates that were 

able to metabolize a carbon source. A "positive carbon source" indicates that > 75% of 

the replicates for a given isolate demonstrated ability to metabolize the carbon source 

after 24h of incubation at 35°C. Wells that are positive are shaded light grey. A 

"negative carbon source" indicates that < 25% of the replicates for a given isolate 

demonstrated ability to metabolize the carbon source after 24h of incubation at 35°C. 

Negative wells are shaded dark grey. An "inconsistent carbon source" indicates that the 

number of replicates for a given isolate able to metabolize the carbon source fell between 

25% and 75% after 24h of incubation at 35°C. Inconsistent wells are bolded and not 

shaded. Biolog-generated identifications ( 1 s t species) and conventional biochemical test 

scheme identifications (2 n d species) are displayed above the numerical identity of an 

isolate. 
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Appendix 8.7. Biolog-generated metabolic profiles of Enterococcus hirae. 

Strains were isolated from sewage (200's), bovine (10's), porcine (300's), human (400's) 

and chicken (700's) faeces. Carbon sources that generated common positive and 

negative metabolic reactions between all Biolog-speciated isolates have been removed 

from the profiles. E. /z/rae-specific and E. hirae host-specifc carbon sources have also 

been removed from the profiles. Wells are indicated by position on the GP2 

MicroPlate™. Test results (%P) are displayed. "%P" indicates the percentage of 

replicates that were able to metabolize a carbon source. A "positive carbon source" 

indicates that > 75% of the replicates for a given isolate demonstrated ability to 

metabolize the carbon source after 24h of incubation at 35°C. Wells that are positive are 

shaded light grey. A "negative carbon source" indicates that < 25% of the replicates for a 

given isolate demonstrated ability to metabolize the carbon source after 24h of incubation 

at 35°C. Negative wells are shaded dark grey. An "inconsistent carbon source" indicates 

that the number of replicates for a given isolate able to metabolize the carbon source fell 

between 25% and 75% after 24h of incubation at 35°C. Inconsistent wells are bolded and 

not shaded. Biolog-generated identifications ( 1 s t species) and conventional biochemical 

test scheme identifications (2 n d species) are displayed above the numerical identity of an 

isolate. 
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Appendix 8.8. Biolog-generated metabolic profiles of Enterococcus mundtii. 

Strains isolated from bovine (10's), porcine (300's), ovine (600's) and goose (500's) 

faeces. Carbon sources that generated common positive and negative metabolic reactions 

between all Biolog-speciated isolates have been removed from the profiles. E. hirae-

specific and E. hirae host-specifc carbon sources have also been removed from the 

profiles. Wells are indicated by position on the GP2 MicroPlate™. Test results (%P) are 

displayed. "%P" indicates the percentage of replicates that were able to metabolize a 

carbon source. A "positive carbon source" indicates that > 75% of the replicates for a 

given isolate demonstrated ability to metabolize the carbon source after 24h of incubation 

at 35°C. Wells that are positive are shaded light grey. A "negative carbon source" 

indicates that < 25% of the replicates for a given isolate demonstrated ability to 

metabolize the carbon source after 24h of incubation at 35°C. Negative wells are shaded 

dark grey. An "inconsistent carbon source" indicates that the number of replicates for a 

given isolate able to metabolize the carbon source fell between 25% and 75% after 24h of 

incubation at 35°C. Inconsistent wells are bolded and not shaded. Biolog-generated 

identifications ( 1 s t species) and conventional biochemical test scheme identifications (2 n d 

species) are displayed above the numerical identity of an isolate. 
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Appendix 8.9. Biolog-generated metabolic profiles of enterococci isolated from water. 

Carbon sources that generated common positive and negative metabolic reactions 

between all Biolog-speciated isolates have been removed from the profiles. Species-

specific and host-specific (for each species) carbon sources have also been removed from 

the profiles. Wells are indicated by position on the GP2 MicroPlate™. Test results (%P) 

are displayed. "%P" indicates the percentage of replicates that were able to metabolize a 

carbon source. A "positive carbon source" indicates that > 75% of the replicates for a 

given isolate demonstrated ability to metabolize the carbon source after 24h of incubation 

at 35°C. Wells that are positive are shaded light grey. A "negative carbon source" 

indicates that < 25% of the replicates for a given isolate demonstrated ability to 

metabolize the carbon source after 24h of incubation at 35°C. Negative wells are shaded 

dark grey. An "inconsistent carbon source" indicates that the number of replicates for a 

given isolate able to metabolize the carbon source fell between 25% and 75% after 24h of 

incubation at 35°C. Inconsistent wells are bolded and not shaded. Biolog-generated 

identifications ( 1 s t species) and conventional biochemical test scheme identifications (2 n d 

species) are displayed above the numerical identity of an isolate. 
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Appendix 8.10. Biolog-generated metabolic profiles of enterococci with two possible 

dentifcations. Strains were isolated from water (100's), sewage (200's) , bovine (10's), 

porcine (300's), human (400's), goose (500's), ovine (600's) and chicken (700's) faeces. 

Carbon sources that generated common positive and negative metabolic reactions 

between all Biolog-speciated isolates have been removed from the profiles. Wells are 

indicated by position on the GP2 MicroPlate™. Test results (%P) are displayed. "%P" 

indicates the percentage of replicates that were able to metabolize a carbon source. A 

"positive carbon source" indicates that > 75% of the replicates for a given isolate 

demonstrated ability to metabolize the carbon source after 24h of incubation at 35°C. 

Wells that are positive are shaded light grey. A "negative carbon source" indicates that < 

25% of the replicates for a given isolate demonstrated ability to metabolize the carbon 

source after 24h of incubation at 35°C. Negative wells are shaded dark grey. An 

"inconsistent carbon source" indicates that the number of replicates for a given isolate 

able to metabolize the carbon source fell between 25% and 75% after 24h of incubation 

at 35°C. Inconsistent wells are bolded and not shaded. Biolog-generated identifications 

(1 s t species) and conventional biochemical test scheme identifications (2 n d species) are 

displayed above the numerical identity of an isolate. 
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Appendix 8.11. Biolog-generated metabolic profiles of unidentified enterococci. 

Strains were isolated from water (100's), sewage (200's) and bovine (10's), porcine 

(300's), human (400's), goose (500's), ovine (600's) and chicken (700's) faeces. 

Carbon sources that generated common positive and negative metabolic reactions 

between all Biolog-speciated isolates have been removed from the profiles. Wells are 

indicated by position on the GP2 MicroPlate™. Test results (%P) are displayed. "%P" 

indicates the percentage of replicates that were able to metabolize a carbon source. A 

"positive carbon source" indicates that > 75% of the replicates for a given isolate 

demonstrated ability to metabolize the carbon source after 24h of incubation at 35°C. 

Wells that are positive are shaded light grey. A "negative carbon source" indicates that < 

25% of the replicates for a given isolate demonstrated ability to metabolize the carbon 

source after 24h of incubation at 35°C. Negative wells are shaded dark grey. An 

"inconsistent carbon source" indicates that the number of replicates for a given isolate 

able to metabolize the carbon source fell between 25% and 75% after 24h of incubation 

at 35°C. Inconsistent wells are bolded and not shaded. Biolog-generated identifications 

( 1 s t species) and conventional biochemical test scheme identifications (2 n d species) are 

displayed above the numerical identity of an isolate. 
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